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Correction to: BMC Plant Biol 22, 117 (2022)
https://doi.org/10.1186/s12870-022-03500-4

Following publication of the original article [1], authors 
would like to switch Affiliation 1 and Affiliation 2 details. 
Below are the correct affiliations:

1 College of Bioscience and Engineering, Jiangxi Agri-
cultural University, Nanchang 330045, Jiangxi, China.

2 State Key Laboratory of Crop Stress Biology in Arid 
Areas and College of Agronomy, Northwest A&F Univer-
sity, Yangling 712100, Shaanxi, China.

Furthermore, author, Qi Ai has been added to affilia-
tion 2. The final affiliation for Qi Ai would be Qi  Ai1,2†.

The original article has been corrected.
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