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The corrections do not affect the overall Conclusion of 
the article but need to be corrected for the completeness 
and accuracy of the content of the article.

The original article [1] has been corrected.

Correction: BMC Plant Biol 24, 293 (2024)
https://doi.org/10.1186/s12870-024-04940-w

Following publication of the original article [1], the 
authors identified errors, specifically:

  • Figure 7 – Incomplete image that seriously affects 
the completeness and accuracy of the figure.

  • Figure 8 – Extra horizontal line was spotted.
  • Table 3 – Confusing format due to inappropriate 

column width.

BMC Plant Biology

The online version of the original article can be found at https://doi.
org/10.1186/s12870-024-04940-w.
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Incorrect Figure 7

Fig. 7 Phylogenetic tree of Pulsatilla saxatilis and 24 other species using maximum likelihood (ML) and Bayesian inference methods based on the com-
plete cp. genome sequences. Number of the branches indicates ML bootstrap support value/Bayesian posterior probability

Fig. 7 Phylogenetic tree of Pulsatilla saxatilis and 24 other species using maximum likelihood (ML) and Bayesian inference methods based on the com-
plete cp. genome sequences. Number of the branches indicates ML bootstrap support value/Bayesian posterior probability

 

Correct Figure 7
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Incorrect Figure 8

Correct Figure 8

Fig. 8 Phylogenetic trees of 10 Pulsatilla species and outgroup Anemone tomentosa using maximum likelihood (ML) based on rps16_trnK-UUU (A) and 
rbcL (B). Number of the branches indicates ML bootstrap support value

 

Fig. 8 Phylogenetic trees of 10 Pulsatilla species and outgroup Anemone tomentosa using maximum likelihood (ML) based on rps16_trnK-UUU (A) and 
rbcL (B). Number of the branches indicates ML bootstrap support value
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With confusing format Table 3

Clear format Table 3
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