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Correction: Integrated sRNAome 
and RNA‑Seq analysis reveals miRNA effects 
on betalain biosynthesis in pitaya
Canbin Chen1, Fangfang Xie1, Qingzhu Hua1, Noemi Tel‑Zur2, Lulu Zhang1, Zhike Zhang1, Rong Zhang1, 
Jietang Zhao1, Guibing Hu1 and Yonghua Qin1*    

Correction:  BMC Plant Biol 20, 437 (2020)
https://doi.org/10.1186/s12870-020-02622-x

Following publication of the original article [1], the 
authors identified an error in the author name of Noemi 
Tel-Zur. The family name was not captured correctly.

The incorrect family name is: Zur
The correct family name is: Tel-Zur

The author group has been updated above and the orig-
inal article [1] has been corrected.
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