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Correction: BMC Plant Biol 22, 596 (2022)
https://doi.org/10.1186/s12870-022-03953-7

Following the publication of the original article [1], 
the authors identified an error in the affiliation num-
bers of some of the authors. The correct authors with 
their corresponding affiliation numbers are presented 
below:

•	 Chunping Jia1,2†, Bin Guo1,3†, Baike Wang1 , Xin Li1,3, 
Tao Yang1, Ning Li1 , Juan Wang1* and Qinghui Yu1,2*

The correction does not have any effect on the results 
or conclusions of the paper. The original article [1] has 
been corrected.

Reference
	1.	 Jia C, Guo B, Wang B, et al. The LEA gene family in tomato and its wild 

relatives: genome-wide identification, structural characterization, 
expression profiling, and role of SlLEA6 in drought stress. BMC Plant Biol. 
2022;22:596. https://​doi.​org/​10.​1186/​s12870-​022-​03953-7.

†Chunping Jia and Bin Guo contributed equally to this work.

The original article can be found online at https://​doi.​org/​10.​1186/​s12870-​
022-​03953-7.
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